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ltem required: Whole Exo

_ me (Clinical ,
following reagents: ( Research) Sequencing panel containing the
Name of goods/Services | i ‘
Equipment with general |
S.No. Specification (Attach Specification ‘\
Separate sheet if | Qty. §
required)* '\
1 | Library preparation kit N * —
2 | Enzymatic fragmentation kit 32 reactions 1
3 DNA reagents kit (indices |32 resctions -
- ~?_nd adapters) = \ 32 reactions
. arget enrichm i —
8 ent (TE) kit 5 \ 96 reactions |
Specifications:

1. Should provide comprehensive and updated coverage of clinically important
protein-coding regions (human), thousands of disease-associated genomic regions,
mitochondrial genes, SNPs and non-coding targets.

2. Should also include features like curated deep intronic sites and mini-genomes for
pathogenic variants associated with rare diseases.

3.

Target Size of the Panel should range between 40 to 45 Mb.
4. Panel should be available in Pre & Post Cap options.
5. Sample Input for library preparation as low as 10 ng.

The vendor should also arrange for a hands-on demonstration on library
preparation.
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