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FAE $1 F

S. No.

Name of goods/Services
Equipment with general
Specification (Attach separate sheet if required) *

No. of
Samples

Sequence Based Genotyping (SNP identification)

1. DNAQC

2. Preparation of DNA sequencing library

3. Paired end sequencing at 50> coverage 10 analyse
membrane-bound pathogen recognition receptors
(PRRs), cytoplasmic PRRs, and
cytokines/interleukins/interleukin receptors genes
Sequence data QC and quality-based filtering
Alignment and annotation of all genome data with the
reference database

Results visualisation using graphs etc.

Report with methodology. results and reference

oNo v

be provided as deliverables

All the samples raw data and other intermediate files will

40
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