I N AN FIRX NFAH TG HHU HEITT
TaTe 70-17 dFex-39, Aws-201301

Tt 3175, . 9Y. 3R/ 0. &), 0a/3). U 3IR-SN3E T qRAS /S aw- e @ea/2023

feAre:-25.09.2023

Fed & v smHEeAr

mmmmmm,mmﬁﬁ@amuwmﬁaaw
PICAUT HTHIT FT 2l
I AFEAfRfET fgat AR el & ITER AT FIeAT TG FE B IRY AT S@m -

© © N @

11.
12.

Aas vg od

ITaeTE TEGIT (FIT Ferde) FY e, S HLUA IR FE AFATH TG ITHUmT
HEY, Toe F70-17, dFeX-39, AUS-201301 W $ST S 12T U 05.10.2023 aF
U A HEHAART AT FER-FAAS IHHIT FT W & T AR

Shael W dog Hledd W & FaR Far smdem)

FUAT O F IR “TE.A.vg- BEE-NRRET dk 27 A v fvy # 3eaw
AT F

sfaw R 3k 797 F a7 woa FRAA T Yoo BT T gT F A€ @ W oadeR
F far s

#el 1 AH ITFTH-1, HTFTH-2 T 3ea@ A & T 3GV & WY & TG b
10 I

FIET FHA fadar & o AW A 3qewr g IRl

FIEUA $ FeTad duar 3 A e TIRC

PICUA & FW 0 FFAR 3 HesT T gl A1RC|

IR haol Foldel YFT H &1 T fohar ST &1 el 307 &9 & et 7idt ¢

. HFT I A% § IR 87 W 3qya B e aifite, Sew Rfted g oo @ sk

FEaRR T v gl
FICUA H A FEIT AR Hel 1 AR Holdel JFT F HJaR FA gl T1RT|
FANY STaRT & fAT Shuad Jm) & S & Tg-ary e F off qaen qfaard 2

Page 1of6



13. GST 3TE. .07, 3R-TaA. 36 F A3, ATST TN AR {IHN T ACE & AR ALY F
=3 F1 GST/DSIR AT O & fawCH GST@S5% & HI 3G TR ST |l ¢
14.mmamaéﬁmﬁmmmﬁvsmmmﬁmgmrwmm
aﬁmﬁmﬁm&wmmmﬁu,ﬁmamw,mmﬁmwm
S|
15. FreerT & 3fEAT@d eerar 37& . 0. - 3TE AL LA, AT W TSR
Ter g
16.Mrﬁﬁﬁﬁﬁmﬁ#%ﬁﬁaﬁ}ﬁaﬂﬂvﬁaﬁmﬁm$ﬁv
mfmmﬁmmmwaﬂywm%ﬁv FET S el & TG AT
W%ﬂwaﬁ%mm@g‘rml
17.@%&mma@3ﬁﬁm&ﬁﬂ:ﬁ%ﬁaﬁﬁmﬂmamﬁﬁwﬁmaﬂéaﬂmm
Redr iR & 37 gl
13.amwj‘ram31'1%?mmﬁﬁﬁ@mﬁaﬂmm.m.w.m-w.aﬁ.ﬁrm.m
mﬁ@ﬁamm|mﬁwaﬁ@o.5%qﬁwmmuﬁ
WW%W%M@?@,WW*@/WW*WN%
& 3refT B
19.aﬁﬁ:mmmm@ﬂ§ummﬁ,mwmﬁmmmﬁm
q@ﬂwmw%mmﬁ)a?mmﬁ%,wsﬁréwmmmﬁ
memmlﬁammmﬁmﬁﬁuﬁﬁmaﬂé
oy &, ar eeel & TRy AT g
zo.aﬁﬁﬁ%ﬁﬁaﬁmwﬁaﬂéqﬁmwaﬁm&ﬁwmm%
maﬁﬁwﬁpmﬁﬁﬁaﬁwﬁ%msﬁmﬁaﬂ?mw#immW|
51 Byer, 3. HY UH.IR-TA.378 HLALIA, ATer & qrE R F1E HROT gare G ar i
e ITNFR A FT HAFR G T

FepmeT HOFRT (HUSR)
Fa fAcas

Page 2 of 6



A B g

S.No.

Name of goods/Services
Equipment with general
Specification (Attach separate sheet if required)*

No of sample

Global Phospho-Proteomics with bioinformatics analysis
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Technical Specification for global phospho-proteomics
including Bioinformatics Analysis

No. of sample: 6 ( 3 samples in duplicate)

Technology to be used:L.C-MS/MS, Orbitrap

Application: Proteomics and phospho-proteomics analysis

Sample type: Breast cancer cell lines (Human)

Extraction of proteins from biological samples should be done by vendor.

Leftover protein sample should be returned to ICMR-NICPR, Noida.

Duration of samples to be sent to vendor: As per sample availability

Required proteomics and phospho-proteomics data generated on total protein samples extracted from
breast cancer cell culture. The provided samples will be already treated with drug that affect
signalling pathways prior to protein extraction.

A systematic quantitative comparison of the proteomics and phospho-proteomics of drug-resistant
cells versus control cells should be done.

. Two biological replicates should be used for proteomics and phospho-proteomics analysis to meet

the high reproducibility of sample preparation.

_ Protein quantitation must be done by using Bradford’s reagent and further protein quality by

Comassie blue after running SDS-PAGE or by any other standard method.
Require the detection of at least 8,000 unique proteins, and at least 15.000 unique phosphosites, and
the capability of detecting at least a 1.5-fold change between samples.
RAW files generated should be analyzed with Proteome Discoverer (v2.2) against the UniProt
HUMAN reference proteome database.
Vendor must provide workflow of protein sample processing and data analysis for technical
evaluation. Comparative protein expression of resistant vs control cell lines.
Analysis should be performed using either TMT, DIA or DDA methods.
Bioinformatics analysis should include entire analysis as below.
i.  Primary Statistics report -detailed QC results
ii.  Read statistics reports
iii.  Identifiation of known phosphorylated proteins and discovery of novel proteins
iv.  Comparative study of differential protein expression among given samples.
v.  Alignment statistics
vi.  Protein wise expression matrix across all samples
vii.  Target precision of significant genes and Gene/Transcript annotation results (Gene Ontology
_ GO level distributions of genes covering biological processes, cellular components and
molecular analysis & Pathway analysis). Separate target identification for up and down
regulated proteins.
viii.  Differential protein expression reports should be provided including p value for significance
and volcano plot with calculated q values.
ix.  Heatmap of up and down regulated proteins and graphical representation of significance
x. RAW data and any other files of proteomics and phospho-proteomics should be provided

xi.  Group wise comparison to understand differential protein expression between control and
resistant cell model.
xii.  Results should consist of a table with quantified phosphosite amounts should be provided,

as well as raw mass spectrometry files.
Report with methodology, results and references should be provided
Vendor should have in-house proteomic or phospho-proteomic facility in India, certified vendors
will be considered more competent than others without certifications.
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. Proof of lab facility: Installation and authorisation certificate from the instrument manufacturer

should be provided. Partner/collaborator company installation certificate located abroad will not be

considered.
Sample (Cells, Protein etc.) should not be sent out of India. All sample processing and analysis must

be done in India.

Data delivery deadline:

Sample QC report should be submitted within one week receiving the samples. If not, it will be
considered as QC passed and liability for quality and timely delivery of data will lie with the vendor.
Raw file and other quality and parameter file mentioned above should be delivered within 25 days
after sample QC is completed. All data analysis with above-mentioned tools should be delivered
within maximum 45 days after sample QC check is completed.

The details of progress of experiment should be intimated to the customer/ scientist and further
processing in case of any issues shall be based on the instructions of the customer only.
Data should be delivered through secured server and HDD only. To maintain data confidentiality,

firm should not write data in CDs/DVDs.
Cost of phospho-proteomics: The cost of phospho-proteomics as approved should be maintained

until completion of all samples.
Failure to submit quotation as per the technical specifications may deprive the concerned firm from

consideration.
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